Microscale thermophoresis. Microscale thermophoresis was performed using the Monolith NT.015 (Nano Temper Technologies, Munich) . Proteins were kept in 50 mM HEPES, 150 mM NaCl, pH 7.5. For labeling the Alexis 647 dye with a molar weight of 1,300 Da and a molar coefficient of 230,000 was used. Labeled protein was purified following the Nano Temper standard protocols (Wienken et al., 2010) . For interaction studies a final concentration of 100 nM labeled AppA or 250 nM labeled CryB was used. Unlabeled interaction partners were diluted with buffer 1:1 in 15 steps starting from 75,000 nM (CryB), 200,000 nM (AppA) or 162,500 nM (lysozyme), respectively. Incubation was performed at room temperature in the dark. For measurements a laser power of 30 % with a laser ON time of 10 s and a laser OFF time of 5 s was used. K D values were calculated by using the Thermophoresis + Jump method in the Nano Temper software. The K D of the AppA-CryB interaction was calculated out of three repeats of labeled AppA with addition of CryB as interaction partner and one repeat of labeled CryB with addition of AppA as interaction partner.
Electro mobility shift assay showing the influence of increasing amounts of CryB on the binding of AppAΔN to PpsR and consequently binding of PpsR to the DNA. The samples were analyzed on a 4 % native polyacrylamide gel. Incubation and gel run were performed in the darkness or under red light. 100 mM of DTT were added to the binding buffer. A transcriptome study revealed that CryB affects expression of the hfq and prrA genes and expression of several genes for transcriptional regulators of unknown function. PrrA is a known regulator of photosynthesis genes in R. sphaeroides (32) and also Hfq was shown to affect the formation of photosynthetic complexes (44). It is not known by which mechanisms CryB affects expression of these genes (dashed arrows). Hfq, PrrA and most likely the other transcriptional regulators also affect expression of further genes. As shown in this paper CryB also affects photosynthesis genes by an direct interaction to AppA, the antirepressor of PpsR. Thus CryB is part of a complex regulatory network 
